The complete mitogenome of the Korean greater tube-nosed bat, Murina leucogaster (Chiroptera: Vespertilionidae).
The complete mitogenome of the Korean greater tube-nosed bat Murina leucogaster (Chiroptera: Vespertilionidae) was determined. The mitogenome of M. leucogaster is 16,723 bp in length with a total base composition of 32.8% A, 27.5% T, 25.3% C and 14.4% G. All the protein-coding genes (total length of 11,404 bp) were encoded in H-strand except for ND6 in L-strand. Total length of 22 tRNA genes was 1508 bp varying from 62 bp (tRNA(Ser(AGY))) to 74 bp (tRNA(Leu(UUR)) and tRNA(Gln)). The 12S rRNA and 16S rRNA genes were 972 and 1558 bp in length, respectively. The D-loop region was 1383 bp in length and included 54 copies of 6 bp tandem repeat (ACGCAT).